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Spinal Cord Injury

22q11.2 Copy Number Variation Syndrome
Intraflagellar Transport Proteins Binding To Dynein

Pathogenic Escherichia Coli Infection
Metabolism Of Proteins

Signaling By Tgf−Beta Receptor Complex
Rho Gtpases Activate Ktn1
Peroxisomal Protein Import

Synthesis Of Pa
Nuclear Outer Membrane−Endoplasmic Reticulum Membrane Network

Endoplasmic Reticulum Subcompartment
Endoplasmic Reticulum Membrane

Trappii Protein Complex
Filopodium

Smad Binding
Microtubule Motor Activity

Dynein Intermediate Chain Binding
K48−Linked Deubiquitinase Activity

Ubiquitin Conjugating Enzyme Activity
Midbrain Development

Regulation Of Rig−I Signaling Pathway
Substantia Nigra Development

Macrophage Differentiation
Suckling Behavior
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Notch1 Regulation Of Endothelial Cell Calcification
Insulin Signaling In Adipocytes (Diabetic Condition)
Insulin Signaling In Adipocytes (Normal Condition)

Vegfa−Vegfr2 Signaling Pathway
Cytoplasmic Ribosomal Proteins

L13a−Mediated Translational Silencing Of Ceruloplasmin Expression
Selenoamino Acid Metabolism

Eukaryotic Translation Termination
Eukaryotic Translation Elongation

Selenocysteine Synthesis
Polysomal Ribosome

Polysome
Cytosolic Small Ribosomal Subunit
Cytosolic Large Ribosomal Subunit

Cytosolic Ribosome
Mrna 3−Utr Binding

Ubiquitin Ligase Inhibitor Activity
5s Rrna Binding

Mrna Binding
Structural Constituent Of Ribosome

Ribosomal Large Subunit Biogenesis
Ribosome Biogenesis

Rrna Processing
Gene Expression

Cytoplasmic Translation
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Biotin Metabolism, Including Imds
Mitochondrial Fatty Acid Synthesis Pathway

Leptin And Adiponectin
Neurodegeneration With Brain Iron Accumulation (Nbia) Subtypes Pathway

Proximal Tubule Transport
Neurexins And Neuroligins

Lgi−Adam Interactions
Muscle Contraction
Ion Homeostasis

Ion Transport By P−Type Atpases
Photoreceptor Inner Segment

Presynaptic Membrane
Axon

Voltage−Gated Potassium Channel Complex
Sodium:potassium−Exchanging Atpase Complex

Metalloendopeptidase Activity
Salt Transmembrane Transporter Activity

Voltage−Gated Potassium Channel Activity
Establishment Or Maintenance Of Transmembrane Electrochemical Gradient

P−Type Sodium:potassium−Exchanging Transporter Activity
Cell Communication By Electrical Coupling Involved In Cardiac Conduction

Sodium Ion Export Across Plasma Membrane
Intracellular Potassium Ion Homeostasis

Establishment Or Maintenance Of Transmembrane Electrochemical Gradient
Potassium Ion Import Across Plasma Membrane
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Biocarta_mhc_pathway
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Biocarta_ranbp2_pathway
Angiopoietin−Like Protein 8 Regulatory Pathway

Deregulation Of Rab And Rab Effector Genes In Bladder Cancer
Interactions Of Rev With Host Cellular Proteins

Nuclear Import Of Rev Protein
Nep Ns2 Interacts With The Cellular Export Machinery

Export Of Viral Ribonucleoproteins From Nucleus
Insulin Processing
Cell Trailing Edge
Flotillin Complex

Uropod
Golgi Apparatus

Endomembrane System
Cyclic Nucleotide−Dependent Protein Kinase Activity

G Protein Activity
Myosin V Binding

Protein Tyrosine Phosphatase Activity
Phospholipid Translocation

Positive Regulation Of Phospholipid Transport
Insulin Secretion Involved In Cellular Response To Glucose Stimulus

Regulation Of Toll−Like Receptor 3 Signaling Pathway
Insulin Processing

Aminophospholipid Transport
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Pid_fra_pathway
Pid_integrin3_pathway

Pid_avb3_integrin_pathway
Pid_integrin1_pathway

Pid_syndecan_1_pathway
Focal Adhesion

Type I Collagen Synthesis In The Context Of Osteogenesis Imperfecta
Mirna Targets In Ecm And Membrane Receptors

Inflammatory Response Pathway
Burn Wound Healing

Keratan Sulfate Keratin Metabolism
Keratan Sulfate Degradation

Glycosaminoglycan Metabolism
Assembly Of Collagen Fibrils And Other Multimeric Structures

Collagen Biosynthesis And Modifying Enzymes
Complex Of Collagen Trimers

Lysosomal Lumen
Golgi Lumen

Endoplasmic Reticulum Lumen
Collagen Trimer
Heparin Binding

Platelet−Derived Growth Factor Binding
Collagen Binding

Extracellular Matrix Structural Constituent Conferring Compression Resistance
Extracellular Matrix Structural Constituent Conferring Tensile Strength

Cellular Response To Amino Acid Stimulus
Odontogenesis

Cellular Response To Transforming Growth Factor Beta Stimulus
Skeletal System Development
Collagen Fibril Organization
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Supression Of Hmgb1 Mediated Inflammation By Thbd
Riboflavin And Coq Disorders

Canonical Nf−Kb Pathway
Altered Glycosylation Of Muc1 In Tumor Microenvironment

Alstrom Syndrome
Neddylation

Nf−Kb Activation Through Fadd Rip−1 Pathway Mediated By Caspase−8 And −10
Golgi Associated Vesicle Biogenesis

Metabolism Of Vitamins And Cofactors
Metabolism Of Water−Soluble Vitamins And Cofactors

Basal Dendrite
Melanosome Membrane

Phosphorylase Kinase Complex
Chitosome

Nua4 Histone Acetyltransferase Complex
Deneddylase Activity
Synapse Organization

Postsynapse Organization
Postsynaptic Actin Cytoskeleton Organization

Structural Constituent Of Postsynaptic Actin Cytoskeleton
Melanosome Organization
Glucose Metabolic Process

Cellular Carbohydrate Biosynthetic Process
Platelet Dense Granule Organization

Postsynaptic Actin Cytoskeleton Organization
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Biocarta_parkin_pathway
Inflammatory Bowel Disease Signaling

Blood Clotting Cascade
22q11.2 Copy Number Variation Syndrome

Repression Of Wnt Target Genes
Fatty Acid Metabolism
Metabolism Of Proteins

Translation
Mitochondrial Translation
Mitochondrial Envelope

Mitochondrial Matrix
Mitochondrial Inner Membrane

Mitochondrial Ribosome
Mitochondrial Large Ribosomal Subunit

Trna Modification
Immunoglobulin Binding

Fmn Binding
Glucosidase Activity

Structural Constituent Of Ribosome
T−Helper Cell Differentiation

Farnesyl Diphosphate Metabolic Process
Positive Regulation Of Mrna Splicing, Via Spliceosome

Mitochondrial Gene Expression
Mitochondrial Translation
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Pid_mtor_4pathway
Pid_bcr_5pathway
Pid_cxcr3_pathway

Pid_kit_pathway
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Interleukin−11 Signaling Pathway
Glycolysis And Gluconeogenesis

Serotonin Htr1 Group And Fos Pathway
Thyroid Stimulating Hormone (Tsh) Signaling Pathway

Cellular Proteostasis
Josephin Domain Dubs

Bicarbonate Transporters
Serine Biosynthesis

Carbohydrate Metabolism
Integrin Signaling

Secretory Granule Lumen
Ficolin−1−Rich Granule

Cytosol
Ficolin−1−Rich Granule Lumen

Prefoldin Complex
Amp Binding

Unfolded Protein Binding
Chaperone Binding

Monosaccharide Binding
Phosphofructokinase Activity
Regulation Of Protein Folding

Fructose 6−Phosphate Metabolic Process
Fructose 1,6−Bisphosphate Metabolic Process

Negative Regulation Of Amyloid Fibril Formation
Canonical Glycolysis
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Pid_pdgfra_pathway
Pid_il2_stat5_pathway

Pid_beta_catenin_deg_pathway
Pid_epo_pathway
Pid_il6_7_pathway

Tnf−Alpha Signaling Pathway
Micrornas In Cardiomyocyte Hypertrophy

Hedgehog Signaling Pathway
Il−3 Signaling Pathway
Wnt Signaling Pathway

Circadian Clock
Flt3 Signaling In Disease

Signaling By Flt3 Itd And Tkd Mutants
Recycling Of Eif2:Gdp

Stat5 Activation Downstream Of Flt3 Itd Mutants
Endosome

Endosome Membrane
Golgi−Associated Vesicle

Eukaryotic Translation Initiation Factor 2b Complex
Cell Pole

Cis−Trans Isomerase Activity
Gtp Binding

Phosphotyrosine Residue Binding
Protein Sumoylation

Sumo Transferase Activity
Regulation Of Non−Canonical Wnt Signaling Pathway

Female Gonad Development
Reproductive System Development

Ovarian Follicle Development
Female Sex Differentiation
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One−Carbon Metabolism
Mitochondrial Gene Expression

Mitochondrial Fatty Acid Synthesis Pathway
Tca Cycle In Senescence

Riboflavin And Coq Disorders
Ra Biosynthesis Pathway

Metabolism
Ubiquinol Biosynthesis

Respiratory Electron Transport, Atp Synthesis By Chemiosmotic Coupling, And Heat Production By Uncoupling Proteins.
The Citric Acid (Tca) Cycle And Respiratory Electron Transport

Oxidoreductase Complex
Mitochondrial Nucleoid
Mitochondrial Envelope

Mitochondrial Matrix
Mitochondrion

Flavin Adenine Dinucleotide Binding
4 Iron, 4 Sulfur Cluster Binding

Apoptotic Process
2 Iron, 2 Sulfur Cluster Binding

Electron Transfer Activity
Mitochondrion Organization

Mitochondrial Transmembrane Transport
Protein Maturation By Iron−Sulfur Cluster Transfer

Amino Acid Catabolic Process
Fatty Acid Beta−Oxidation Using Acyl−Coa Dehydrogenase
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Biocarta_akapcentrosome_pathway
Leukocyte−Intrinsic Hippo Pathway Functions

Hippo−Yap Signaling Pathway
2q37 Copy Number Variation Syndrome
Cytosolic Iron−Sulfur Cluster Assembly

Rhobtb3 Atpase Cycle
Myofibril

Microtubule Plus−End
A Band

Sarcomere
Vcp−Npl4−Ufd1 Aaa Atpase Complex

Ankyrin Repeat Binding
Protein Heterodimerization Activity

Actin Binding
Ubiquitin Protein Ligase Binding

Ubiquitin Binding
Regulation Of Non−Motile Cilium Assembly

Actin Filament Bundle Assembly
Regulation Of Microtubule Polymerization

Cell−Substrate Junction Assembly
Microtubule Polymerization
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Pid_insulin_glucose_pathway
Fluoropyrimidine Activity

Mitochondrial Complex Ii Assembly
Molybdenum Cofactor (Moco) Biosynthesis

Insulin Signaling In Adipocytes (Diabetic Condition)
Insulin Signaling In Adipocytes (Normal Condition)

Miscellaneous Transport And Binding Events
Synthesis Of Ip2, Ip, And Ins In The Cytosol
Camk Iv−Mediated Phosphorylation Of Creb

Clostridium Neurotoxicity
Axon

Axolemma
Voltage−Gated Potassium Channel Complex

Dendrite Membrane
Neuronal Cell Body Membrane

Calmodulin−Dependent Protein Kinase Activity
Regulation Of Presynaptic Membrane Potential

Potassium Ion Transmembrane Transport
Voltage−Gated Monoatomic Ion Channel Activity Involved In Regulation Of Presynaptic Membrane Potential

Delayed Rectifier Potassium Channel Activity
Diencephalon Development

Potassium Ion Transmembrane Transport
Optic Nerve Development

Response To Light Intensity
Positive Regulation Of Voltage−Gated Potassium Channel Activity
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Pid_hnf3a_pathway
Pid_bmp_pathway

Biocarta_ahsp_pathway
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Folate Metabolism

Familial Hyperlipidemia Type 2
Vitamin B12 Metabolism

Lipid Particles Composition
Metabolic Pathway Of Ldl, Hdl And Tg, Including Diseases

Chylomicron Assembly
Erythrocytes Take Up Carbon Dioxide And Release Oxygen

O2 Co2 Exchange In Erythrocytes
Chylomicron Remodeling

Erythrocytes Take Up Oxygen And Release Carbon Dioxide
Hemoglobin Complex

Endoplasmic Reticulum Lumen
Extracellular Exosome

Extracellular Space
Blood Microparticle
Lipid Localization

Lipoprotein Particle Receptor Binding
Cholesterol Transfer Activity

Serine−Type Endopeptidase Inhibitor Activity
Hemoglobin Binding

Hydrogen Peroxide Catabolic Process
Erythrocyte Development
Erythrocyte Homeostasis
Erythrocyte Differentiation

Oxygen Transport
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Pkc−Gamma Calcium Signaling Pathway In Ataxia
Prader−Willi And Angelman Syndrome

Type Ii Diabetes Mellitus
Glutamate And Glutamine Metabolism

Presynaptic Depolarization And Calcium Channel Opening
Small Interfering Rna (Sirna) Biogenesis
P75 Ntr Receptor−Mediated Signalling

Nrage Signals Death Through Jnk
Voltage−Gated Potassium Channel Complex

Postsynapse
Dendritic Tree

Neuronal Cell Body
Somatodendritic Compartment

Gene Expression
Mrna 3−Utr Au−Rich Region Binding
Negative Regulation Of Translation

Mrna Regulatory Element Binding Translation Repressor Activity
Mrna 3−Utr Binding
Mrna Processing

Cardiac Muscle Cell Contraction
Regulation Of Heart Rate By Cardiac Conduction
Ventricular Cardiac Muscle Cell Action Potential

Regulation Of Alternative Mrna Splicing, Via Spliceosome
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Pid_glypican_1pathway
Biocarta_prion_pathway

Mevalonate Arm Of Cholesterol Biosynthesis Pathway
Nucleotide Excision Repair

Glycerolipids And Glycerophospholipids
Cellular Proteostasis
Mevalonate Pathway

Nucleotide Excision Repair
Neddylation

Global Genome Nucleotide Excision Repair (Gg−Ner)
Formation Of Tc−Ner Pre−Incision Complex

Metabolism Of Proteins
Acrosomal Vesicle

Extracellular Exosome
Endoplasmic Reticulum

Nuclear Outer Membrane−Endoplasmic Reticulum Membrane Network
Endoplasmic Reticulum Tubular Network

Type 5 Metabotropic Glutamate Receptor Binding
Amyloid−Beta Binding

Gtp Binding
Cytoskeleton Organization

Structural Constituent Of Cytoskeleton
Golgi To Plasma Membrane Protein Transport

Positive Regulation Of Protein Targeting To Membrane
Endoplasmic Reticulum Tubular Network Organization

Negative Regulation Of Potassium Ion Transmembrane Transporter Activity
Mitotic Cell Cycle
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Biocarta_edg1_pathway
Pid_s1p_s1p1_pathway
Pid_integrin_cs_pathway

Biocarta_ucalpain_pathway
Pid_pdgfrb_pathway

Hematopoietic Stem Cell Differentiation
Degradation Pathway Of Sphingolipids, Including Diseases

Osteoclast Signaling
Malignant Pleural Mesothelioma

Mechanoregulation And Pathology Of Yap/Taz Via Hippo And Non−Hippo Mechanisms
Rho Gtpases Activate Cit

Epha−Mediated Growth Cone Collapse
Striated Muscle Contraction

Muscle Contraction
Smooth Muscle Contraction

Sarcomere
Basement Membrane

Striated Muscle Thin Filament
Stress Fiber

Actin Cytoskeleton
Phosphatidylinositol−3,4,5−Trisphosphate Binding

Microfilament Motor Activity
Calmodulin Binding

Actin Filament Binding
Structural Constituent Of Muscle

Striated Muscle Cell Differentiation
Myofibril Assembly

Striated Muscle Cell Development
Positive Regulation Of Fibroblast Migration

Circulatory System Development
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Cytoplasmic Ribosomal Proteins
L13a−Mediated Translational Silencing Of Ceruloplasmin Expression

Selenoamino Acid Metabolism
Eukaryotic Translation Termination
Eukaryotic Translation Elongation

Selenocysteine Synthesis
Synapse
Polysome

Polysomal Ribosome
Cytosolic Ribosome

Cytosolic Large Ribosomal Subunit
Phosphatidylinositol−4−Phosphate Binding

Phosphatidylinositol−3,4−Bisphosphate Binding
Phosphatidylinositol−5−Phosphate Binding

Rna Binding
Structural Constituent Of Ribosome

Negative Regulation Of Toll−Like Receptor Signaling Pathway
Protein K48−Linked Ubiquitination

Substrate Adhesion−Dependent Cell Spreading
Gene Expression

Cytoplasmic Translation


